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Circulaire du 6 Décembre 2010

Controle des cas importés + Prévention de la transmission croisée des EPC

= |dentification des patients a risque de portage

—> Patients rapatriés d’un établissement de santé étranger
—> Patients ayant un ATCD d’hospitalisation a I'étranger dans I'année

= |solement prophylactique et dépistage systématique / écouvillonnage rectal

= Analyse moléculaire des ERC par 1 «laboratoire expert»
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( 01/02/2011: Laboratoire de Bactériologie du CHU de Nimes =
Laboratoire « expert » en Languedoc-Roussillon
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Missions

- Evaluation des nouveaux outils diagnostiques (E-carb study group)

chromID® CARBA et OXA-48

(Check-point)

mastdiscs™combi KPC/MBL & OXA-48 Confirm® RESIST-4 O.K.N.V. (AirDiag) Rapid CARB Screen® - ™ (AirDi
BL-RED™ (AirDiag)
(Mast diagnostic) (ROSCO DIAGNOSTICA) NG-Test CARBA-5 (NG Biotech) (ROSCO DIAGNOSTICA)

Pantel et al., EJCMID 2014; Robert et al., JAC 2014; Liapis et al., CMI 2014, Pantel et al., EJCMID 2015; Pantel et al., JCM
2015; Robert et al., BMC ID 2017; Nicolas-Chanoine et al., EJCMID 2019; Mairi, JIDC 2019; Durand et al., Front Cell IM 2020



Missions

= Analyse de clonalité / rep-PCR diversiLab (bioMérieux)

— Amplification de séquences répétitives du génome bactérien
— Migration en systeme microfluidique = fingerprint

—> Ex: Epidémie Kp OXA-48, CHU NIMES
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ARS 499 Kp OXA-45
ARS 486 Kp OXA-15
ARS 498 Kp OXA-15
ARS 448 Kp OXA-15
ARS 393 Kp OXA-18
ARS 157 Kp OXA-15
ARS 497 Kp OXA-45

ARS 601 Kp OXA-15

| Mattress, Room 27, February 2014

| Patient 4, Room 27, February 2014

I | Sink, Room 27, February 2014
| Patient 3, Room 27, November 2013
| Patient 2, Room 27, July 2013

Patient 1, Room 27, June 2012

Patient 5, Room 28, February 2014

Unrelated strain (main clone in the region)

Pantel A et al., AJIC 2015



Missions

s Etude des clones émergents K. pneumoniae OXA-48
—> Rep-PCR, MLST
—> Caractérisation moléculaire des genes de résistance
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Etude des clones émergents

K. pneumoniae NDM +/- OXA-48
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ARS 582 Kp OXA-48 ST 147
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bioMeérieux

Episeq CS (bioMérieux)

= NGS (illumina)
= Analyse bio-info intégrée:

— Wg-MLST: Whole-genome-derived housekeeping gene MLST
— Résistome * Virulome
— Typage plasmidique (fin 2021)

4 ATGCTAAGCA'CA' C m

sAT TACCGA GC AA ’

AAGCA CAGGA A EPISEQO

www.biomerieux-episeq.com

4 01 UPLOAD o 02 ANALYSIS 3 03 REPORT



bioMeérieux

Episeq CS (bioMérieux)

=  Kp OXA-48 et Kp NDM isolées au CHU de Nimes (2020)
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bioMeérieux ’

Episeq CS (bioMérieux)

Kp 1522 NDM CHU Nimes

Resistome

Allele search
Locus May confer resistance to drugs May confer resistance to drug families
aadA2 Spectinomycin, Streptomycin Aminoglycosides
aph(3")-1b Streptomycin Aminoglycosides
aph(3")-lb Streptomycin Aminoglycosides
aph(3")-1b Streptomycin Aminoglycosides
aph(3')-VI Amikacin, Butirosin, G418, Gentamicin b, Isepamicin, Kanamycin, Aminoglycosides
Kanamycin a, Neomycin, Paromomycin, Ribostamycin
aph(6)-Id Streptomycin Aminoglycosides
armA Amikacin, Arbekacin, Dibekacin, G418, Gentamicin, Gentamicin b, Aminoglycosides
Gentamicin ¢, Isepamicin, Kanamycin a, Netilmicin, Sisomicin,
Tobramycin
blaTEM-1A Amoxicillin, Ampicillin, Cefalotin, Piperacillin, Ticarcillin Beta-lactams
BRP(MBL) Bleomycin, Bleomycin a2, Bleomycin b2, Bleomycinic acid Glycopeptides
dfrA12 Diaminopyrimidine, Folate pathway antagonist, Trimethoprim Pyrimidine analogs, Trimethoprim/sulfonamides
dfrA14 Diaminopyrimidine, Folate pathway antagonist, Trimethoprim Pyrimidine analogs, Trimethoprim/sulfonamides
fosAB Fosfomycin Fosfomycins
mph(E) Erythromycin, Macrolides Macrolides/lincosamides/streptogramins, Polyketides
msrE Erythromycin, Lincosamides, Macrolides, Streptogramin b, Macrolides/lincosamides/streptogramins, Oxazolidinone, Phenicols,

Streptogramins, Tetracycline Pleuromutilins, Polyketides, Tetracyclines



Episeq CS (bioMérieux)
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May confer resistance to drugs

Kp 1522 NDM CHU Nimes

NDM-1 Amoxicillin, Amoxicillin/clavulanic acid, Ampicillin, Ampicillin/clavulanic
acid, Carbapenem, Cefepime, Cefixime, Cefotaxime, Cefoxitin,
Ceftazidime, Cephalosporins, Cephamycins, Ertapenem, Imipenem,
Meropenem, Penam, Piperacillin, Piperacillin/tazobactam

ompK37 Carbapenem, Cefotaxime, Cefoxitin, Cephalosporins, Cephamycins,
Monobactam, Penam, Penems

qnrB1 Ciprofloxacin

SHV-11 Amoxicillin, Ampicillin, Carbapenem, Cefalotin, Cephalosporins, Penam,
Piperacillin, Ticarcillin

sull Folate pathway antagonist, Mafenide, Sulfacetamide, Sulfadiazine,
Sulfadimidine, Sulfadoxine, Sulfamethizole, Sulfamethoxazole,
Sulfasalazine, Sulfisoxazole

sul2 Folate pathway antagonist, Mafenide, Sulfacetamide, Sulfadiazine,

Sulfadimidine, Sulfadoxine, Sulfamethizole, Sulfamethoxazole,
Sulfasalazine, Sulfisoxazole

Point mutations

Locus May confer resistance to drugs
acrR
OmpK37 Carbapenem

May confer resistance to drug families

Beta-lactams

Beta-lactams

Quinolones

Beta-lactams

Sulfonamides

Sulfonamides

May confer resistance to drug families
Quinolones

Beta-lactams



Episeq CS (bioMérieux)
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Dendrogram
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Episeq CS (bioMérieux)
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bioMeérieux

Episeq CS (bioMérieux)

OXA-48 = NDM
ST 147

Clinique St Pierre, Médipole,
Supervaltech, CH Béziers,
CPCF

G OXA-48
ST38

CHU Nimes



Rep-PCR: espéeces # K. pneumoniae

Rep-PCR P. aeruginosa 30/12/2020 Rep-PCR C. freundii OXA-48
31/12/2020

Rep-PCR S. marcescens 11/01/2021
1521 1532 1545 1490
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04/08/2020_Bagnols
18/09/2020_St Piérre
13/11/2020_St Pierre
22/02/2020_St Pierre




